I - , BIOTECHNOLOGY 

*'S U>JstJ(*0r. ■ .. ■ SYSTEMS 

RAW SEQUENCE LISTING BRANCH 
ERROR REPORT ^ 

BEST AVAILABLE COPY 





The Biotechnology Systems Branch of the Scientific and Technical Information Centei 
(STIC) detected errors when processing the following CRF diskette: 

Application Serial Number: Q9 
Art Unit / Team No. : 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS TO^E 

PLEASE BE SURE TO FORWARD THIS INFOIUVtolON TO 

BY EITHER: < '■ ' • • 

1) INCLUDING A COPY OF THIS PRIOTOUt|inJi^ 
COMMUNICATION TO THE APPLICANTS ALCM^OT^ TO 
COMPLYor, . ." /?:' 

2) CALLING APPLICANTS AND FAXING THEM ACOPY OF T«E PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THE* 
WILL BE ERROR FREE. 

O 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALI& c_ 

g s ■ rn 

MARK SPENCER 703-308-4212 '';£'*-<»**" EI? 

«~ k m 

g £2 a 

o 
3: 




RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/155, 514^ 



Input Set : 
Output Set: 



A:\1102_98.app 

N:\CRF3\05182000\I155514.raw 



DATE: 05/18/2000 

TIME: 07 :15 :09^ . ^ , 

Does Not Comply 
Corrected Diskette Needed 



C--> 
C--> 
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<120> TITLE OF INVENTION 
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Chimeric proteins, their heterodimer complexes, and platelet 
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NAME/KEY: CDS 

T.nraTTQfl: 1...2958, 3316... 3360, 3480... 3808, 3905... 4228 




<400> SEQUENCE: 1 

atg ttc ccc acc gag age gca tgg ctt ggg aag cga ggc gcg aac ccg 
Pro Thr Glu Ser Ala Trp Leu Gly Lys Arg Gly Ala Asn Pro 
-35 -30 -25 

32 ggc ccc gaa get gca etc egg gag acg gtg atg ctg ttg ctg tgc ctg 96 
3 3 Gly Pro Glu Ala Ala Leu Arg Glu Thr Val Met Leu Leu Leu Cys Leu 

34 -20 -15 -10 

35 ggg gtc ccg acc ggc agg cct .tac aac gtg gac act gag age gcg ctg 144 
3 6 Gly Val Pro Thr Gly Arg Pro Tyr Asn Val Asp Thr Glu Ser Ala Leu 
37-5 15 

38 ctt tac cag ggc ccc cac aac acg ctg ttc ggc tac teg gtc gtg ctg 192 

39 Leu Tyr Gin Gly Pro His Asn Thr Leu Phe Gly Tyr Ser Val Val Leu 

40 10 15 20 25 

41 cac age cac ggg gcg aac cga tgg etc eta gtg ggt gcg ccc act gec 240 

42 His Ser His Gly Ala Asn Arg Trp Leu Leu Val Gly Ala Pro Thr Ala 

43 30 35 40 

44 aac tgg etc gee aac get tea gtg ate aat ccc ggg gcg att tac aga 288 

45 Asn Trp Leu Ala Asn Ala Ser Val lie Asn Pro Gly Ala lie Tyr Arg 

46 45 50 55 

47 tgc acg ate gga aag aat ccc ggc cag acg tgc gaa cag etc cag ctg 336 
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Thr 


Asp 


Lys 


Leu 


Phe 


Asn 


He 




189 




795 










800 










805 












190 


ttg 


gat 


gtc 


cag 


act 


act 


act 


gga 


gaa 


tgc 


cac 


ttt 


gaa 


aat 


tat 


caa 


2592 


191 


Leu 


Asp 


Val 


Gin 


Thr 


Thr 


Thr 


Gly 


Glu 


Cys 


His 


Phe 


Glu 


Asn 


Tyr 


Gin 




192 


810 










815 










820 










825 




193 


aga 


gtg 


tgt 


gca 


tta 


gag 


cag 


caa 


aag 


agt 


gca 


atg 


cag 


ace 


ttg 


aaa 


2640 


194 


Arg 


Val 


Cys 


Ala 


Leu 


Glu 


Gin 


Gin 


Lys 


Ser 


Ala 


Met 


Gin 


Thr 


Leu 


Lys 




195 










830 










835 










840 






196 


ggc 


ata 


gtc 


egg 


ttc 


ttg 


tec 


aag 


act 


gat 


aag 


agg 


eta 


ttg 


tac 


tgc 


2688 
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197 


Gly 


lie 


Val 


Arg 


Phe 


Leu 


Ser 


Lys 


Thr 


Asp 




Arg 






Tyr 


Cys 




198 








845 










850 










855 








199 


ata 


aaa 


get 




cca 


cat 


tat 


tta 


aat 


ttc 


ttg 


tgt 


aat 


ttt 


ggg 


aaa 


273 6 


200 


lie 


Lys 


Ala 


Asp 


Pro 


His 








f ne 


Leu 


Cys 


Asn 


Phe 


Gly 


Lys 




201 






860 










865 










870 










202 


atg 


gaa 


agt 


gga 


aaa 


gaa 


gee 


agt 


gtt 


cat 


ate 


caa 


ctg 


gaa 


ggc 


egg 


2784 


203 


Met 


Glu 


Ser 


Gly 


Lys 


Glu 


Ala 


Ser 


Val 


His 


He 


Gin 


Leu 


Glu 


Gly 


Arg 




204 




875 










880 










885 












205 


cca 


tec 


att 


tta 


gaa 


atg 


gat 


gag 


act 


tea 


gca 


etc 


aag 


ttt 


gaa 


ata 


2832 


206 


Pro 


Ser 


He 


Leu 


Glu 


Met 


Asp 


Glu 


Thr 


Ser 


Ala 


Leu 


Lys 


Phe 


Glu 


He 




207 


890 










895 










900 










905 




208 


aga 


gca 


aca 


ggt 


ttt 


cca 


gag 


cca 


aat 


cca 


aga 


gta 


att 


gaa 


eta 


aac 


2880 


209 


Arg 


Ala 


Thr 


Gly 


Phe 


Pro 


Glu 


Pro 


Asn 


Pro 


Arg 


Val 


He 


Glu 


Leu 


Asn 




£JL\J 










910 










915 










920 






211 


aag 


gat 


gag 


aat 


gtt 


gcg 


cat 


gtt 


eta 


ctg 


gaa 


gga 


eta 


cat 


cat 


caa 


ZyZO 


212 


Lys 


Asp 


Glu 


Asn 


Val 


Ala 


His 


Val 


Leu 


Leu 


Glu 


Gly 


Leu 


His 


His 


Gin 




213 








925 










930 










935 








214 


aga 


ccc 


aaa 


cgt 


tat 


ttc 


acg 


gat 


ccc 


gag 


ctgctggaag caggctcagc 


Zy/O 


215 


Arg 


Pro 


Lys 


Arg 


Tyr 


Phe 


Thr 


Asp 


Pro 


Glu 
















2 16 






940 










945 




















217 


gctcctgcct ggacgcatcc cggctatgca gccccagtcc 


agggcagcaa ggcaggcccc 


JV JO 


218 


gtctgcctct tcacccggag cctctgcccg ccccactcat 


gctcagggag agggtcttct 




219 


ggctttttcc caggctctgg gcaggcacag gctaggtgcc 


cctaacccag gccctgcaca 


3158 


220 


caaaggggca ggtgctgggc tcagacctgc caagagccat 


ateegggagg accctgcccc 




221 


tgacctaagc ccaccccaaa ggccaaactc tccactccct 


cagctcggac accttctctc 


J Z f o 


222 


ctcccagatt ccagtaactc ccaatcttct ctctgca gag ccc aaa tct tgt gac 


3333 


223 






















Glu Pro Lys Ser Cys Asp 




224 


























950 








225 


aaa 


act 


cac 


aca 


tgc 


cca 


ccg 


tgc 


cca 


ggtaagccag cccaggcctc 




3 380 


226 


Lys 


Thr 


His 


Thr 


Cys 


Pro 


Pro 


Cys 


Pro 


















2 27 




955 










960 






















228 


gccctccagc tcaaggcggg acaggtgccc tagagtagcc 


tgcatccagg gacaggcccc 


344 0 


229 


agccgggtgc tgacacgtcc acctccatct cttcctca gca cct gaa etc ctg 


3493 


230 






















Ala Pro Glu Leu Leu 




231 


























965 








232 


ggg 


gga 


ccg 


tea 


gtc 


ttc 


etc 


ttc 


ccc 


cca 


aaa 


ccc 


aag 


gac 


acc 


etc 


3541 


233 


Gly 


Gly 


Pro 


Ser 


Val 


Phe 


Leu 


Phe 


Pro 


Pro 


Lys 


Pro 


Lys 


Asp 


Thr 


Leu 




234 






970 










975 










980 










235 


atg 


ate 


tec 


egg 


ace 


cct 


gag 


gtc 


aca 


tgc 


gtg 


gtg 


gtg 


gac 


gtg 


age 


3589 


236 


Met 


He 


Ser 


Arg 


Thr 


Pro 


Glu 


Val 


Thr 


Cys 


Val 


Val 


Val 


Asp 


Val 


Ser 




237 




985 










990 










995 












238 


cac 


gaa 


gac 


cct 


gag 


gtc 


aag 


ttc 


aac 


tgg 


tac 


gtg 


gac 


ggc 


gtg 


gag 


3637 


239 


His 


Glu 


Asp 


Pro 


Glu 


Val 


Lys 


Phe 


Asn 


Trp 


Tyr 


Val 


Asp 


Gly 


Val 


Glu 




240 


1000 






1005 








1010 








1015 




241 


gtg 


cat 


aat 


gee 


aag 


aca 


aag 


ccg 


egg 


gag 


gag 


cag 


tac 


aac 


age 


acg 


3685 


242 


Val 


His 


Asn 


Ala 


Lys 


Thr 


Lys 


Pro 


Arg 


Glu 


Glu 


Gin 


Tyr 


Asn 


Ser 


Thr 




243 








1020 








1025 








1030 






244 


tac 


egg 


gtg 


gtc 


age 


gtc 


etc 


acc 


gtc 


ctg 


cac 


cag 


gac 


tgg 


ctg 


aat 


3733 


245 


Tyr 


Arg 


Val 


val 


Ser 


Val 


Leu 


Thr 


Val 


Leu 


His 


Gin 


Asp 


Trp 


Leu 


Asn 
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246 1035 1040 1045 

247 ggc aag gag tac aag tgc aag gtc tec aac aaa gec etc cca gec ccc 

248 Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 

249 1050 1055 1060 

250 ate gag aaa acc ate tec aaa gee aaa ggtgggaccc gtggggtgcg 

251 lie Glu Lys Thr lie Ser Lys Ala Lys 

252 1065 1070 

253 agggecacat ggacagaggc cggctcggcc caccctctgc cctgagagtg accgctgtac 

255 caacctctgt cctaca ggg cag ccc cga gaa cca cag gtg tac acc ctg 

256 Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu 

257 1075 1080 



276 
277 
661 
662 
663 
664 
665 
666 
667 
668( 
669 
670 



1165 

tga 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 



SEQ ID NO: 19 
LENGTH: 4 67 5 
TYPE: DNA 
ORGANISM: Homo 
FEATURE: 
NAME/KEY: CDS 



1170 



sapien 



1175 



^9^s T.nriT T nM. 1 ...3405, 3763 . ..3807, 3926. ..4255, 4352. ..4675 
T300> PUBLICATION INFORMATION: 



<400> SEQUENCE: 19 

a tg ggg cca gaa egg aca ggg gee gcg ccg ctg ccg ctg ctg ctg gtg 

671 Met Gly Pro Glu Arg Thr Gly Ala Ala Pro Leu Pro Leu Leu Leu Val 

672 -25 -20 -15 

673 tta gcg etc agt caa ggc att tta aat tgt tgt ttg gee tac aat gtt 

674 Leu Ala Leu Ser Gin Gly lie Leu Asn Cys Cys Leu Ala Tyr Asn Val 

675 -10 -5 1 

676 ggt etc cca gaa gca aaa ata ttt tec ggt cct tea agt gaa cag ttt 

677 Gly Leu Pro Glu Ala Lys lie Phe Ser Gly Pro Ser Ser Glu Gin Phe 

678 5 10 15 

679 ggg tat gca gtg cag cag ttt ata aat cca aaa ggc aac tgg tta ctg 



3781 



3828 



3888 
3937 



258 


ccc 


cca 


tec 


egg 


gat 


gag 


ctg 


acc 


aag 


aac 


cag 


gtc 


age 


ctg 


acc 


tgc 


3985 


259 


Pro 


Pro 


Ser 


Arg 


Asp 


Glu 


Leu 


Thr 


Lys 


Asn 


Gin 


Val 


Ser 


Leu 


Thr 


Cys 




260 


1085 








1090 








1095 












261 


ctg 


gtc 


aaa 


ggc 


ttc 


tat 


ccc 


age 


gac 


ate 


gec 


gtg 


gag 


tgg 


gag 


age 


4033 


262 


Leu 


Val 


Lys 


Gly 


Phe 


Tyr 


Pro 


Ser 


Asp 


He 


Ala 


Val 


Glu 


Trp 


Glu 


Ser 




263 


1100 






1105 








1110 








1115 




264 


aat 


ggg 


cag 


ccg 


gag 


aac 


aac 


tac 


aag 


acc 


acg 


cct 


ccc 


gtg 


ctg 


gat 


4081 


265 


Asn 


Gly 


Gin 


Pro 


Glu 


Asn 


Asn 


Tyr 


Lys 


Thr 


Thr 


Pro 


Pro 


Val 


Leu 


Asp 




266 








1120 








1125 








1130 






267 


tec 


gac 


ggc 


tec 


ttc 


ttc 


etc 


tac 


age 


aag 


etc 


acc 


gtg 


gac 


aag 


age 


4129 


268 


Ser 


Asp 


Gly 


Ser 


Phe 


Phe 


Leu 


Tyr 


Ser 


Lys 


Leu 


Thr 


Val 


Asp 


Lys 


Ser 




269 






1135 








1140 








1145 








271 


agg 


tgg 


cag 


cag 


ggg 


aac 


gtc 


ttc 


tea 


tgc 


tec 


gtg 


atg 


cat 


gag 


get 


4177 


272 


Arg 


Trp 


Gin 


Gin 


Gly 


Asn 


Val 


Phe 


Ser 


Cys 


Ser 


Val 


Met 


His 


Glu 


Ala 




273 




1150 








1155 








1160 










274 


ctg 


cac 


aac 


cac 


tac 


acg 


cag 


aag 


age 


etc 


tec 


ctg 


tct 


ccg 


ggt 


aaa 


4225 


275 


Leu 


His 


Asn 


His 


Tyr 


Thr 


Gin 


Lys 


Ser 


Leu 


Ser 


Leu 


Ser 


Pro 


Gly 


Lys 





4228 



48 



96 



©in 



192 



0 g z rn 



o 



CD 

o 



i 

CO 



r-o 

era 



o 
rn 

rn 
a 
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680 




Tyr 


Ala 


Val 


Gin 


Gin 


Phe 


He 




Pro 




Gly 


Asn 


Trp 


Leu 






681 


20 










25 










30 










35 




682 


y ll 


99t 


tea 


ccc 


ugg 




ggc 


ttt 




9 a 9 


A^n 


cga 


atg 


gga 


gat 


gtg 


240 


683 


Val 


Gly 


Ser 


Pro 




Ser 


Gly 


Phe 




Glu 




rg 


Met 


Gly 




Val 




684 










40 










4 5 










50 






685 


tat 


aaa 


ty u 


cct 


att 




eta 


tec 


act 






+■ rtt 

xgr. 






eta 


aat 


0 fl R 
Zoo 


686 


Tyr 


ys 


Cy s 


Pro 


Val 


ASD 


Leu 


Ser 




Ala 


Thr 


Cys 


Glu 


Lys 


Leu 


Asn 




687 








55 










60 










65 








688 


l, i_y 




act 


tea 


aca 


age 


att 




aat 


ntt 
y l l 


act 


gag 


atg 


aaa 




aac 


336 


689 


Leu 


Gin 


Thr 


Ser 


Thr 


Ser 


He 


Pro 


Asn 


Val 


Thr 


Glu 


Met 


ys 


Thr 


sn 




690 






70 










7 5 










80 










691 


atg 


age 




ggc 


ttn 


ate 






agg 


aac 


atg 


gga 


act 


gga 


ggt 


ttt 


384 


692 


Met 


Car 
OCX 


Leu 


Glv 




He 


Leu 


Thr 


Arg 


sn 


Met 


Gly 


Thr 


Gly 


Gly 


Phe 




693 




85 










90 










95 












694 


etc 




+■ rr t- 


99t 




ctg 


tgg 


gca 


cag 




tgr 


999 


aat 


cag 


tat 


tac 


4 32 






Thr 




Gly 


ro 




Trp 


Ala 


Gin 


Gin 




Glv 


Asn 


Gin 


Tyr 


Tyr 




696 


100 










105 










110 










115 




can 

0 7 1 


aca 


acg 


99t 


9tg 


tgt 


lCl 


gac 


ate 


31 frt 

ag u 


cct 


yat 


ttt 


cag 


etc 


tea 


gee 


a q n 


698 


Thr 


Thr 


Gly 


Val 




Cor 


Asp 


Tip 


OCi 




Asp 


Phe 


Gin 


Leu 




Ala 




699 










120 










12 5 










130 






700 


age 


tt c 


tea 


cct 




act 




ccc 


tgc 


cct 


tec 


etc 


ata 


gat 


ntt 


gtg 


528 


/ U -L 


Sex 


tr ne 


Cor 
OKI 


Pro 


Ala 


Thr 


Gin 


Pro 


Cy s 


Pro 


Cor 


Leu 


T1q 

lie 


Asp 


Val 


Val 




702 








13 5 










14 0 










145 








703 


att 

gtt 


gtg 


tat 
ty u 


gat 




tea 


aat 


agt 


att 


tat 


cct 


tgg 


gat 




gta 


aag 


57 6 


704 


Val 


Vdl 


Cy s 


Asp 


Glu 




Asn 


oer 


T 1 a 

Xlc 


Tyr 


Pro 


Trp 


Asp 


Ala 


Val 


ys 




705 






150 










15 5 










160 










706 


aat 


ttt 


ttrt 

rtg 




aaa 


-t--r -t- 
L l- L 


gta 




ggc 


r^tt 


gat 


ata 


ggc 


ccc 




aag 


624 


707 


Asn 


Phe 


Leu 


Glu 


Lys 


Phe 


Val 


Gin 


oiy 


Leu 


Asp 


Tin 

x re 


^xy 


Pro 


Thr 


ys 




708 




16 5 










170 










175 












709 






gtg 


999 


tta 


att 




tat 


gee 


aat 


aat 




aga 


gt.r_ 


gtg 


ttt 


672 


710 


Thr 


Gin 


Val 


Gly 


Leu 


He 


Gin 


Tyr 


Ala 


Asn 




Pr^ 
r 


rg 


Val 


Val 


Phe 




711 


180 










18 5 










190 










195 




712 


aac 


ttg 


aac 


aca 


tat 


aaa 


ace 


aaa 


gaa 


gaa 


atg 


att 


gta 


gca 


aca 


tec 


720 


713 


Asn 


Leu 


Asn 


Thr 


Tyr 


Lys 


Thr 


Lys 


Glu 


Glu 


Met 


He 


Val 


Ala 


Thr 


Ser 




714 










200 










205 










210 






715 


cag 


aca 


tec 


caa 


tat 


ggt 


999 


gac 


etc 


aca 


aac 


aca 


ttc 


gga 


gca 


att 


768 


716 


Gin 


Thr 


Ser 


Gin 


Tyr 


Gly 


Gly 


Asp 


Leu 


Thr 


Asn 


Thr 


Phe 


Gly 


Ala 


He 




717 








215 










220 










225 








718 


caa 


tat 


gca 


aga 


aaa 


tat 


gee 


tat 


tea 


gca 


get 


tct 


ggt 


ggg 


cga 


cga 


816 


719 


Gin 


Tyr 


Ala 


Arg 


Lys 


Tyr 


Ala 


Tyr 


Ser 


Ala 


Ala 


Ser 


Gly 


Gly 


Arg 


Arg 




720 






230 










235 










240 










721 


agt 


get 


acg 


aaa 


gta 


atg 


gta 


gtt 


gta 


act 


gac 


ggt 


gaa 


tea 


cat 


gat 


864 


722 


Ser 


Ala 


Thr 


Lys 


Val 


Met 


Val 


Val 


Val 


Thr 


Asp 


Gly 


Glu 


Ser 


His 


Asp 




723 




245 










250 










255 












724 


ggt 


tea 


atg 


ttg 


aaa 


get 


gtg 


att 


gat 


caa 


tgc 


aac 


cat 


gac 


aat 


ata 


912 


725 


Gly 


Ser 


Met 


Leu 


Lys 


Ala 


Val 


He 


Asp 


Gin 


Cys 


Asn 


His 


Asp 


Asn 


He 




726 


260 










265 










270 










275 




727 


ctg 


agg 


ttt 


ggc 


ata 


gca 


gtt 


ctt 


ggg 


tac 


tta 


aac 


aga 


aac 


gee 


ctt 


960 


728 


Leu 


Arg 


Phe 


Gly 


He 


Ala 


Val 


Leu 


Gly 


Tyr 


Leu 


Asn 


Arg 


Asn 


Ala 


Leu 
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7 29 










280 










285 










290 






730 




act 


aaa 


aat 


tta 


ata 


aaa 




ata 


aaa 


9 C 9 


ate 


get 


agt 


att 




1008 


731 


sp 


Thr 


ys 




Leu 


He 


ys 


Glu 


He 


ys 


Ala 


He 


Ala 


Ser 


He 


Pro 




732 








295 










300 










305 








733 








tac 


ttt 


ttc 


aat 


gtg 


tct 






gca 


get 


eta 


eta 




1056 


734 


Thr 


Glu 


Arg 


Tyr 


Phe 


Phe 


Asn 


Val 


Ser 




Glu 


Ala 


Ala 


Leu 




Glu 




735 






310 










315 










320 










736 


aag 


get 


999 




tta 


gga 






att 


ttc 


age 


att 




ggt 


act 


grx 


1104 


737 


ys 


Ala 


Gly 


Thr 


Leu 


Gly 


Glu 


Gin 


He 


Phe 


er 


I le 


Glu 


Gly 


Thr 


Val 




738 




32 5 










330 










335 
















gga 


gga 


gac 




ttt 




atg 




atg 


tea 




gtg 


gga 


ttc 




1152 


740 


Gin 


Gly 


G ly 


ASp 


Asn 
S 


Phe 


Gin 


Met 


Glu 


Met 


Ser 


Gin 


Val 


Gly 


Phe 


Ser 




741 


340 










34 5 










350 










355 








gat 


t ac 


LCL 


tct 




aat 


gat 


att 


ctg 


atg 


ctg 


ggt 




gtg 


gg a 


1200 


743 


Ala 


Asp 


Tyr 


Ser 


Ser 


Gin 


Asn 


Asp 


He 




ncL 


Leu 


Gly 


Ala 


Val 


Gly 




744 










360 










365 










370 






745 


get 


ttt 


ggc 


tgg 


agt 


599 


acc 


att 


gtc 




aag 




tct 


cat 


gg c 


cat 


124 8 


7 A 

I Hi 0 


Ala 


Phe 


C 1 XT 

\3 jiy 


Trp 


Ser 


lj_L y 


Thr 
r 




vax 


Gin 


Lys 


Thr 


Ser 


His 


C 1 \r 
Li J-Y 


Hxs 




747 








37 5 










380 










385 








7 A R 


ttg 


ate 


+■ t- t- 

LLC 


cct 


aaa 




gec 


t- *t- t- 


gac 




aLL 


ctg 


cag 


gac 


aga 


aaL 


j. .£ y o 


749 


Leu 


I le 


Phe 


Pro 


ys 


Gin 


Ala 


Phe 


ASp 


Gin 


He 


Leu 


Gin 


Asp 


Arg 


Asn 




7 50 






39 0 










395 










400 










7 51 




agt 


tea 


tat 


tta 


ggt 


tac 


tct 


gtg 


get 




att 


tct 


act 


gga 




1344 
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876 1060 1065 1070 1075 

877 cct gag ata tat gtg att gaa gat aac act gtt acg att ccc ctg atg 3360 

878 Pro Glu lie Tyr Val lie Glu Asp Asn Thr Val Thr lie Pro Leu Met 

879 1080 1085 1090 

880 ata atg aaa cct gat gag aaa gcc gaa gta cca aca gat ccc gag 3405 

881 lie Met Lys Pro Asp Glu Lys Ala Glu Val Pro Thr Asp Pro Glu 

882 1095 1100 1105 

883 ctgctggaag caggctcagc gctcctgcct ggacgcatcc cggctatgca gccccagtcc 346 5 

884 agggcagcaa ggcaggcccc gtctgcctct tcacccggag cctctgcccg ccccactcat 3525 

885 gctcagggag agggtcttct ggctttttcc caggctctgg gcaggcacag gctaggtgcc 3585 

886 cctaacccag gccctgcaca caaaggggca ggtgctgggc tcagacctgc caagagccat 364 5 

887 atccgggagg accctgcccc tgacctaagc ccaccccaaa ggccaaactc tccactccct 3705 

888 cagctcggac accttctctc ctcccagatt ccagtaactc ccaatcttct ctctgca 3762 

889 gag ccc aaa tct tgt gac aaa act cac aca tgc cca ccg tgc cca 3807 

890 Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro 

891 1110 * 1115 1120 

892 ggtaagccag cccaggcctc gccctccagc tcaaggcggg acaggtgccc tagagtagcc 3867 

893 tgcatccagg gacaggcccc agccgggtgc tgacacgtcc acctccatct cttcctca 3925 
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916 ggtgggaccc gtggggtgcg agggecacat ggacagaggc cggctcggcc caccctctgc 4 315 

917 cctgagagtg accgctgtac caacctctgt cctaca ggg cag ccc cga gaa cca 4369 

918 Gly Gin Pro Arg Glu Pro 

919 1235 

920 cag gtg tac acc ctg ccc cca tec egg gat gag ctg acc aag aac cag 4417 
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924 Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp He Ala 

925 1255 1260 1265 



i 



file://C:\CRF3\Outhold\VsrIl 555 1 4.htm 



5/18/00 



Page 12 of 24 



RAW SEQUENCE LISTING DATE; 05/18/2000 

PATENT APPLICATION: US/09/155, 514j\ TIME: 07:15:09 

Input Set : A:\1102_98.app 

Output Set: N:\CRF3\05182000\I155514.raw 

926 gtg gag tgg gag age aat ggg cag ccg gag aac aac tac aag acc acg 4 513 

927 Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr 

928 1270 1275 1280 1285 

929 cct ccc gtg ctg gat tec gac ggc tec ttc ttc etc tac age aag etc 4561 

930 Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 

931 1290 1295 1300 

932 acc gtg gac aag age agg tgg cag cag ggg aac gtc ttc tea tgc tec 4 60 9 

933 Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser 

934 1305 1310 1315 

935 gtg atg cat gag get ctg cac aac cac tac acg cag aag age etc tec 4657 

936 Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 

937 1320 1325 1330 

938 ctg tct ccg ggt aaa tga 4675 

939 Leu Ser Pro Gly Lys 

B, %&E£!*£> l2Jt (p. />) (J^u. lJ^U. r^£^ ^ 



1080 


<213> ORGANISM: 


Homo sapien 




















1082 


<400> SEQUENCE: 


32 
























1083 


Met 


Phe 


Pro 


Thr 


Glu 


Ser 


Ala 


Trp 


Leu 


Gly 


Lys 


Arg 


Gly 


Ala 


Asn 


Pro 


1084 










-35 










-30 










-25 




1086 


Gly 


Pro 


Glu 


Ala 


Ala 


Leu 


Arg 


Glu 


Thr 


Val 


Met 


Leu 


Leu 


Leu 


Cys 


Leu 


1087 








-20 










-15 










-10 






1089 


Gly 


Val 


Pro 


Thr 


Gly 


Arg 


Pro 


Tyr 


Asn 


Val 


Asp 


Thr 


Glu 


Ser 


Ala 


Leu 


1090 






-5 










1 








5 










1092 


Leu 


Tyr 


Gin 


Gly 


Pro 


His 


Asn 


Thr 


Leu 


Phe 


Gly 


Tyr 


Ser 


Val 


Val 


Leu 


1093 


10 










15 










20 










25 


1095 


His 


Ser 


His 


Gly 


Ala 


Asn 


Arg 


Trp 


Leu 


Leu 


Val 


Gly 


Ala 


Pro 


Thr 


Ala 


1096 










30 








35 








40 


1098 


Asn 


Trp 


Leu 


Ala 


Asn 


Ala 


Ser 


Val 


He 


Asn 


Pro 


Gly 


Ala 


He 


Tyr 


Arg 


1099 








45 










50 










55 






1101 


Cys 


Arg 


He 


Gly 


Lys 


Asn 


Pro 


Gly 


Gin 


Thr 


Cys 


Glu 


Gin 


Leu 


Gin 


Leu 


1102 






60 










65 










70 








1104 


Gly 


Ser 


Pro 


Asn 


Gly 


Glu 


Pro 


Cys 


Gly 


Lys 


Thr 


Cys 


Leu 


Glu 


Glu 


Arg 


1105 




75 










80 










85 










1107 


Asp 


Asn 


Gin 


Trp 


Leu 


Gly 


Val 


Thr 


Leu 


Ser 


Arg 


Gin 


Pro 


Gly 


Glu 


Asn 


1108 


90 










95 










100 










105 


1110 


Gly 


Ser 


He 


Val 


Thr 


Cys 


Gly 


His 


Arg 


Trp 


Lys 


Asn 


He 


Phe 


Tyr 


He 


1111 










110 










115 










120 




1113 


Lys 


Asn 


Glu 


Asn 


Lys 


Leu 


Pro 


Thr 


Gly 


Gly 


Cys 


Tyr 


Gly 


Val 


Pro 


Pro 


1114 








125 










130 










135 






1116 


Asp 


Leu 


Arg 


Thr 


Glu 


Leu 


Ser 


Lys 


Arg 


He 


Ala 


Pro 


Cys 


Tyr 


Gin 


Asp 


1117 






140 










145 










150 








1119 


Tyr 


Val 


Lys 


Lys 


Phe 


Gly 


Glu 


Asn 


Phe 


Ala 


Ser 


Cys 


Gin 


Ala 


Gly 


He 


1120 




155 










160 










165 










1122 


Ser 


Ser 


Phe 


Tyr 


Thr 


Lys 


Asp 


Leu 


He 


Val 


Met 


Gly 


Ala 


Pro 


Gly 


Ser 


1123 


170 










175 










180 










185 


1125 


Ser 


Tyr 


Trp 


Thr 


Gly 


Ser 


Leu 


Phe 


Val 


Tyr 


Asn 


He 


Thr 


Thr 


Asn 


Lys 



file://C:\CRF3\Outhold\VsrI 1555 14.htm 5/18/00 



RAW SEQUENCE LISTING * DATE: 05/18/2000 

PATENT APPLICATION: US/09/155 , 514^ TIME: 07:15:09 



Input Set : A:\1102_98.app 

Output Set: N:\CRF3\05182000\I155514.raw 



1126 










190 










195 










200 




1128 


Tyr 


Lys 


Ala 


Phe 


Leu 


Asp 


Lys 


Gin 


Asn 


Gin 


Val 


Lys 


Phe 


Glv 


Ser 


Tvr 


1129 








205 










210 










215 






1131 


Leu 


Glv 


Tvr 


Ser 


Val 


Glv 


Ala 


Gly 


His 


Phe 


Aro 


Ser 


Gin 


His 


Thr 


Thr 


1132 






220 










225 










230 








1135 


Glu 


Val 


Val 


Glv 


Gly 


Ala 


Pro 


Gin 


His 


Glu 


Gin 


He 


Glv 

u J; 


Lys 


Ala 


Tvr 


1136 




235 










240 










245 










1138 


lie 


Phe 


Ser 


He 


Asp 


Glu 


Lys 


Glu 


Leu 


Asn 


He 


Leu 


His 


Glu 


Met 


Lys 


1139 


250 










255 










260 










265 


1141 


Glv 


Lys 


Lys 


Leu 


Gly 


Ser 


Tvt 
x Jr s - 


Phe Gly 


Ala 


Ser 


Val 


Cys 


Ala 


Val 


Asp 


1142 










270 










275 










280 




114 4 


Leu 


Asn 


Ala 


Asp 


Gly 


Phe 


Ser 


sp 


Leu 


Leu 


Val 


Glv 


Ala 


Pro 


Met 


Gin 


1145 








285 










290 










295 






1147 


Ser 


Thr 


He 


Arg 


Glu 


Glu 


Gly 


Arg 


Val 


Phe 


Val 


lyr 


He 




Ser 


Gly 


1148 






300 










305 










310 








1150 


Ser 


Glv 


Ala 


Val 


Met 


Asn 


Ala 


Met 


Glu 


Thr 


Asn 


Leu 


Val 


Glv 


Ser 


As 


1151 




315 










320 










325 










1153 




Tvt 

J 


Ala 


Ala 


Arg 


Phe 


Glv 


Glu 


Ser 


He 


Val 


Asn 


Leu 


Glv 


Asp 


He 


1154 


330 










335 










340 










345 


1156 


Asp 


Asn 


Asp 


Glv 


Phe 


Glu 


sp 


Val 


Ala 


He 


Gly 


Ala 


Pro 


Gin 


Glu 


Asp 


1157 










350 








355 








360 




1159 




Leu 


Gin 


Glv 


Ala 


He 


Tvt 
a y J. 


I le 


ryr 


Asn 


Gly 


Arg 


Ala 


Asp 


Glv 


He 


1160 








365 










370 










375 






1162 


Ser 


Ser 


Thr 


Phe 


Ser 


Gin 


Ato 


He 


Glu 


Gly 


Leu 


Gin 


He 


Ser 


L 


Ser 


1163 






380 










385 










390 








1165 


Leu 


Ser 


Met 


Phe 


Gly 


Gin 


Ser 


He 


Ser 


Gly 


Gin 


He 


Asp 


Ala 


Asp 


Asn 


1166 




395 










400 










405 










1168 


Asn 


Gly 


lyr 


Val 


Asp 


Val 


Ala 


Val 


Gly 


Ala 


Phe 


Arg 


Ser 


sp 


Ser 


Ala 


1169 


410 










415 










420 










425 


1171 


Val 


Leu 


Leu 


Arg 


Thr 


Arg 


Pro 


Val 


Val 


He 


Val 


sp 


Ala 


Ser 


Leu 


Ser 


1172 










430 










435 










440 




1174 


His 


Pro 


Glu 


Ser 


Val 


Asn 


Arcr 


Thr 


Lys 


Phe 


Asp 


Cys 


Val 


Glu 


Asn 


Glv 


1175 








445 










450 










455 






1177 


Trp 


Pro 


Ser 


Val 


Cys 


He 


Asp 


Leu 


Thr 


Leu 


Cys 


Phe 


Ser 


Tyr 


Lys 


Gly 


1178 






460 










465 










470 








1180 


Lys 


Glu 


Val 


Pro 


Gly 


Tyr 


He 


Val 


Leu 


Phe 


Tyr 


Asn 


Met 


Ser 


Leu 


Asp 


1181 




475 










480 










485 










1183 


Val 


Asn 


Arg 


Lys 


Ala 


Glu 


Ser 


Pro 


Pro 


Arg 


Phe 


Tyr 


Phe 


Ser 


Ser 


Asn 


1184 


490 










495 










500 










505 


1186 


Gly 


Thr 


Ser 


Asp 


Val 


He 


Thr 


Gly 


Ser 


He 


Gin 


Val 


Ser 


Ser 


Arg 


Glu 


1187 










510 










515 










520 




1189 


Ala 


Asn 


Cys 


Arg 


Thr 


His 


Gin 


Ala 


Phe 


Met 


Arg 


Lys 


Asp 


Val 


Arg 


Asp 


1190 








525 










530 










535 






1192 


He 


Leu 


Thr 


Pro 


He 


Gin 


He 


Glu 


Ala 


Ala 


Tyr 


His 


Leu 


Gly 


Pro 


His 


1193 






540 










545 










550 








1195 


Val 


He 


Ser 


Lys 


Arg 


Ser 


Thr 


Glu 


Glu 


Phe 


Pro 


Pro 


Leu 


Gin 


Pro 


He 


1196 




555 










560 










565 










1198 


Leu 


Gin 


Gin 


Lys 


Lys 


Glu 


Lys 


Asp 


He 


Met 


Lys 


Lys 


Thr 


He 


Asn 


Phe 


1199 


570 










575 










580 










585 



file://C:\CRF3\Outhold\VsrIl 555 1 4.htm 



RAW SEQUENCE LISTING DATE: 05/18/2000 

PATENT APPLICATION: US/09/155, 514H TIME : 07:15:09 



Input Set : A:\1102_98.app 

Output Set: N:\CRF3\05182000\I155514.raw 



1201 


Ala 


Arg 


Phe 


Cys 


Ala 


His 


Glu 


Asn 


Cys 


Ser 


Ala 


Asp 


Leu 


Gin 


Val 


Ser 


1202 










590 










595 










600 




1204 


Ala 


Lys 


He Gly 


Phe 


Leu 


Lys 


Pro 


His 


Glu 


Asn 


Lys 


Thr 


Tyr 


Leu 


Ala 


1205 








605 










610 










615 






1207 


Val 


Gly 


Ser 


Met 


Lys 


Thr 


Leu 


Met 


Leu 


Asn 


Val 


Ser 


Leu 


Phe 


Asn 


Ala 


1208 






620 










625 










630 








1210 


Glv 


Asp 


Asp 


Ala 


Tvr 

2 


Glu 


Thr 


Thr 


Leu 


His 


Val 


Lys 


Leu 


Pro 


Val 


Glv 


1211 




635 










640 










645 










1213 


Leu 


Tvr 

2 


Phe 


He 


Lys 


lie 


Leu 


Glu 


Leu 


Glu 


Glu 


Lys 


Gin 


He 


Asn 


Cvs 

^"2 ° 


1214 


650 










655 










660 










665 


1216 


Glu 


Val 


Thr 


Asp 


Asn 


Ser 


Gly 


Val 


Val 


Gin 


Leu 


Asp 


Cys 


Ser 


He 


Glv 


1217 










670 










675 










680 




1219 


Tvr 

2 


He 


Tvr 


Val 


Asp 


His 


Leu 


Ser 


Arcr 

£-1-1. ^ 


He 


Asp 


He 


Ser 


Phe 


Leu 


Leu 


1220 








685 










690 










695 






1222 


Asp 


Val 


Ser 


Ser 


Leu 


Ser 


Ara 


Ala 


Glu 


Glu 


Asp 


Leu 


Ser 


He 


Thr 


Val 


1223 






700 










705 










710 








1225 


His 


Ala 


Thr 


Cys 


Glu 


Asn 


Glu 


Glu 


Glu 


Met 


Asp 


Asn 


Leu 


Lys 


His 


Ser 


1226 




715 










720 










725 










1228 


Arg 


Val 


Thr 


Val 


Ala 


He 


Pro 


Leu 


Lys 


Tvr 
■* . 


Glu 


Val 


Lys 


Leu 


Thr 


Val 


1229 


730 










735 










'740 










745 


1231 


His 


Glv 


Phe 


Val 


Asn 


Pro 


Thr 


Ser 


Phe 


Val 


Tyr Gly 


Ser 


Asn 


Asp 


Glu 


1232 










750 










755 










760 




1234 


Asn 


Glu 


Pro 


Glu 


Thr 


Cvs 


Met 


Val 


Glu 


Lys 


Met 


Asn 


Leu 


Thr 


Phe 


His 


1235 








765 










770 










775 






1237 


Val 


He 


Asn 


Thr 


Glv 


Asn 


Ser 


Met 


Ala 


Pro 


Asn 


Val 


Ser 


Val 


Glu 


He 


1238 






780 










785 










790 








1240 


Met 


Val 


Pro 


Asn 


Ser 


Phe 


Ser 


Pro 


Gin 


Thr 


Asp 


Lys 


Leu 


Phe 


Asn 


He 


1241 




795 










800 










805 










1243 


Leu 


Asp 


Val 


Gin 


Thr 


Thr 


Thr 


Gly 


Glu 


Cys 


His 


Phe 


Glu 


Asn 


Tyr 


Gin 


1244 


810 










815 










820 










825 


1246 


Arg 


Val 


Cys 


Ala 


Leu 


Glu 


Gin 


Gin 


Lys 


Ser 


Ala 


Met 


Gin 


Thr 


Leu 


Lys 


1247 










830 










835 










840 




1249 


Gly 


He 


Val 


Arg 


Phe 


Leu 


Ser 


Lys 


Thr 


Asp 


Lys 


Arg 


Leu 


Leu 


Tyr 


Cys 


1250 








845 










850 










855 






1252 


He 


Lys 


Ala 


Asp 


Pro 


His 


Cys 


Leu 


Asn 


Phe 


Leu 


Cys 


Asn 


Phe 


Gly 


Lys 


1253 






860 










865 










870 








1255 


Met 


Glu 


Ser Gly 


Lys 


Glu 


Ala 


Ser 


Val 


His 


He 


Gin 


Leu 


Glu 


Gly 


Arg 


1256 




875 










880 










885 










1258 


Pro 


Ser 


He 


Leu 


Glu 


Met 


Asp 


Glu 


Thr 


Ser 


Ala 


Leu 


Lys 


Phe 


Glu 


He 


1259 


890 










895 










900 










905 


1261 


Arg 


Ala 


Thr 


Gly 


Phe 


Pro 


Glu 


Pro 


Asn 


Pro 


Arg 


Val 


He 


Glu 


Leu 


Asn 


1262 










910 










915 










920 




1264 


Lys 


Asp 


Glu 


Asn 


Val 


Ala 


His 


Val 


Leu 


Leu Glu Gly 


Leu 


His 


His 


Gin 


1265 








925 










930 










935 






1267 


Arg 


Pro 


Lys 


Arg 


Tyr 


Phe 


Thr 


Asp 


Pro 


Glu 


Glu 


Pro 


Lys 


Ser 


Cys 


Asp 


1268 






940 










945 










950 








1270 


Lys 


Thr 


His 


Thr 


Cys 


Pro 


Pro 


Cys 


Pro 


Ala 


Pro 


Glu 


Leu 


Leu 


Gly 


Gly 


1271 




955 










960 










965 










1273 


Pro 


Ser 


Val 


Phe 


Leu 


Phe 


Pro 


Pro 


Lys 


Pro 


Lys 


Asp 


Thr 


Leu 


Met 


He 



file://C:\CRF3\Outhold\VsrI1555 1 4.htm 



RAW SEQUENCE LISTING . DATE: 05/18/2000 

PATENT APPLICATION: US/09/155 , 514 h TIME: 07:15:09 



Input Set : A:\1102_98.app 

Output Set: N:\CRF3\0518200O\I155514.raw 



1274 970 



975 



980 



985 



1276 


Ser 


Arg 


Thr Pro 


Glu 


Val 


Thr 


Cys 


Val 


Val 


Val 


Asp 


Val 


Ser 


His 


Glu 


1277 








990 










995 








1000 




1279 


Asp 


Pro 


Glu Val 


Lys 


Phe 


Asn 


Trp 


Tyr 


Val 


Asp 


Gly 


Val 


Glu 


Val 


His 


1280 






1005 








1010 








1015 






1282 


Asn 


Ala 


Lys Thr 


Lys 


Pro 


Arg 


Glu 


Glu 


Gin 


Tyr 


Asn 


Ser 


Thr 


Tyr 


rg 


1283 




1020 






1025 








1030 








1285 


Val 


Val 


Ser Val 


Leu 


Thr 


Val 


Leu 


His 


Gin 


Asp 


Trp 


Leu 


Asn 


Gly 


ys 


1286 


1035 






1040 








1045 










1288 


Glu 


Tyr 


Lys Cys 


Lys 


Val 


Ser 


Asn 


Lys 


Ala 


Leu 


Pro 


Ala 


Pro 


He 


Glu 


1289 


1050 






1055 








1060 








106: 


1291 


Lys 


Thr 


He Ser 


Lys 


Ala 


Lys 


Gly 


Gin 


Pro 


Arg 


Glu 


Pro 


Gin 


Val 


Tyr 


1292 






1070 








1075 








1080 




1294 


Thr 


Leu 


Pro Pro 


Ser 


Arg 


Asp 


Glu 


Leu 


Thr 


Lys 


Asn 


Gin 


Val 


Ser 


Leu 


1295 






1085 








1090 








1095 






1297 


Thr 


Cys 


Leu Val 


Lys 


Gly 


Phe 


Tyr 


Pro 


Ser 


Asp 


He 


Ala 


Val 


Glu 


Trp 


1298 




1100 






1105 








1110 








1300 


Glu 


Ser Asn Gly 


Gin 


Pro 


Glu 


Asn 


Asn 


Tyr 


Lys 


Thr 


Thr 


Pro 


Pro 


Val 


1301 


1115 






1120 








1125 










1303 


Leu 


Asp 


Ser Asp 


Gly 


Ser 


Phe 


Phe 


Leu 


Tyr 


Ser 


Lys 


Leu 


Thr 


Val 


Asp 


1304 


1130 






1135 








1140 








114! 


1306 


Lys 


Ser 


Arg Trp 


Gin 


Gin 


Gly 


Asn 


Val 


Phe 


Ser 


Cys 


Ser 


Val 


Met 


His 


1307 






1150 








1155 








1160 




1309 


Glu 


Ala 


Leu His 


Asn 


His 


Tyr 


Thr 


Gin 


Lys 


Ser 


Leu 


Ser 


Leu 


Ser 


Pro 


1310 






1165 








1170 








1175 






E--> 1312 


Gly 


Lys 





























1318 


<213> ORGANISM: 


Homo sapien 




















1320 


<4 00> SEQUENCE: 


33 
























1323 


Met 


Asn 


Leu 


Gin 


Pro 


He 


Phe 


Trp 


He 


Gly 


Leu 


He 


Ser 


Ser 


Val 


Cys 


1324 


-20 










-15 










-10 










-5 


1326 


Cys 


Val 


Phe 


Ala 


Gin 


Thr 


Asp 


Glu 


Asn 


Arg 


Cys 


Leu 


Lys 


Ala 


Asn 


Ala 


1327 










1 








5 










10 






1329 


Lys 


Ser 


Cys 


Gly 


Glu 


Cys 


He 


Gin 


Ala 


Gly 


Pro 


Asn 


Cys 


Gly 


Trp 


Cys 


1330 






15 










20 










25 








1332 


Thr 


Asn 


Ser 


Thr 


Phe 


Leu 


Gin 


Glu 


Gly 


Met 


Pro 


Thr 


Ser 


Ala 


Arg 


Cys 


1333 




30 










35 










40 










1335 


Asp 


Asp 


Leu 


Glu 


Ala 


Leu 


Lys 


Lys 


Lys 


Gly 


Cys 


Pro 


Pro 


Asp 


Asp 


He 


1336 


45 










50 










55 










60 


1338 


Glu 


Asn 


Pro 


Arg 


Gly 


Ser 


Lys 


Asp 


He 


Lys 


Lys 


Asn 


Lys 


Asn 


Val 


Thr 


1339 










65 










70 










75 




1341 


Asn 


Arg 


Ser 


Lys 


Gly 


Thr 


Ala 


Glu 


Lys 


Leu 


Lys 


Pro 


Glu 


Asp 


He 


His 


1342 








80 










85 










90 






1344 


Gin 


He 


Gin 


Pro 


Gin 


Gin 


Leu 


Val 


Leu 


Arg 


Leu 


Arg 


Ser Gly 


Glu 


Pro 


1345 






95 










100 










105 








1347 


Gin 


Thr 


Phe 


Thr 


Leu 


Lys 


Phe 


Lys 


Arg 


Ala 


Glu 


Asp 


Tyr 


Pro 


He 


Asp 


1348 




110 










115 










120 











1315 <210> SEQ ID N< 

1316 <211> LENGTH:^! 

1317 <212> TYPE: PR' 




file://C:\CRF3\Outhold\VsrIl 555 1 4.htm 



Page 16 of 24 



RAW SEQUENCE LISTING ft DATE : 05/18/2000 

PATENT APPLICATION: US/09/155, 514n TIME: 07:15:09 



Input Set : A:\1102_98.app 

Output Set: N:\CRF3\05182000\I155514.raw 



1351 


Leu 


Tyr 


Tyr 


Leu 


Met 


Asp 


Leu 


Ser 


Tvr 


Ser 


Met 


Lys 


Asp 


Asp 


Leu 


Glu 


1352 


125 










130 










135 










140 


1354 


Asn 


Val 


Lys 


Ser 


Leu 


Gly 


Thr 


Asp 


Leu 


Met 


Asn 


Glu 


Met 


Arg 


Ara 


He 


1355 










14 5 










150 










155 




1357 


Thr 


Ser 


Asp 


Phe 


Ara 


He 


Glv 


Phe 


Glv 


Ser 


Phe 


Val 


Glu 


Lys 


Thr 


Val 


1358 








160 










165 










170 






1360 


Met 


Pro 


Tvr 


He 


Ser 


Thr 


Thr 


Pro 


Ala 


Lvs 


Leu 


Ara 


Asn 


Pro 


Cys 


Thr 


1361 






17 5 










180 










185 








1363 


Ser 


Glu 


Gin 


Asn 


Cvs 


Thr 


Thr 


Pro 


Phe 


Ser 


Tvr 


Lys 


Asn 


Val 


Leu 


Ser 


1364 




190 










195 










200 










1366 


Leu 


Thr 


As n 


Lys 


Glv 


Glu 


Val 


Phe 


Asn 


Glu 


Leu 


Val 


Glv 


Lvs 


Gin 


Ara 


1367 


205 










210 










215 










220 


1369 


lie 


Ser 


Glv 


Asn 


Leu 


Asp 


Ser 


Pro 


Glu 


Glv 


Glv 


Phe 


Asp 


Ala 


He 


Met 


1370 










225 










230 










235 




1372 


Gin 


Val 


Ala 


Val 


Cys 


Glv 


Ser 


Leu 


He 


Glv 


TrD 


Aro 


Asn 


Val 


Thr 


Ara 


1373 








24 0 










24 5 










250 






1375 


Leu 


Leu 


Val 


Phe 


Ser 


Thr 


Asp 


Ala 


Gly 


Phe 


His 


Phe 


Ala 


Gly 


Asp 


Gly 


1376 






2 55 










260 










265 








1378 


L 


Leu 


Gly 




He 


Val 


Leu 


Pro 


Asn 


Asp 


Glv 


Gin 


Cys 


His 


Leu 


Glu 


1379 




270 










275 










280 










1381 


Asn 


Asn 


Met 


Tvr 


Thr 


Met 


Ser 


His 


Tvr 


Tvr 


Asp 


Tvr 


Pro 


Ser 


He 


Ala 


1382 


285 










290 










295 










300 


1384 


His 


Leu 


Val 


Gin 


Lvs 


Leu 


Ser 


Glu 


Asn 


As n 


He 


Gin 


Thr 


lie 


Phe 


Ala 


1385 










305 










310 










315 




1387 


Val 


Thr 


Glu 


Glu 


Phe 


Gin 


Pro 


Val 


Tvr 


Lys 


Glu 


Leu 


Lys 


Asn 


Leu 


lie 


1388 








320 










325 










330 






1390 


Pro 


Lys 


Ser 


Ala 


Val 


Gly 


Thr 


Leu 


Ser 


Ala 


Asn 


Ser 


Ser 


Asn 


Val 


lie 


1391 






335 










340 










345 








1393 


Gin 


Leu 


He 


He 


Asp 


Ala 


Tyr 


Asn 


Ser 


Leu 


Ser 


Ser 


Glu 


Val 


lie 


Leu 


1394 




350 










355 










360 










1396 


Glu 


Asn 


Gly 


Lys 


Leu 


Ser 


Glu 


Gly 


Val 


Thr 


He 


Ser 


Tyr 


Lys 


Ser 


Tyr 


1397 


365 










370 










375 










380 


1399 


Cys 


Lys 


Asn 


dy 


Val 


Asn Gly 


Thr 


Gly 


Glu 


Asn 


Gly 


Arg 


Lys 


Cys 


Ser 


1400 










385 










390 










395 




1402 


Asn 


He 


Ser 


He 


Gly 


Asp 


Glu 


Val 


Gin 


Phe 


Glu 


He 


Ser 


He 


Thr 


Ser 


1403 








400 










405 










410 






1405 


Asn 


Lys 


Cys 


Pro 


Lys 


Lys 


Asp 


Ser 


Asp 


Ser 


Phe 


Lys 


He 


Arg 


Pro 


Leu 


1406 






415 










420 










425 








1408 


Gly 


Phe 


Thr 


Glu 


Glu 


Val 


Glu 


Val 


He 


Leu 


Gin 


Tyr 


He 


Cys 


Glu 


Cys 


1409 




430 










435 










440 










1411 


Glu 


Cys 


Gin 


Ser 


Glu 


Gly 


He 


Pro 


Glu 


Ser 


Pro 


Lys 


Cys 


His 


Glu 


Gly 


1412 


445 










450 










455 










460 


1414 


Asn 


Gly 


Thr 


Phe 


Glu 


Cys 


Gly 


Ala 


Cys 


Arg 


Cys 


Asn 


Glu 


Gly 


Arg 


Val 


1415 










465 










470 










475 




1417 


Gly 


Arg 


His 


Cys 


Glu 


Cys 


Ser 


Thr 


Asp 


Glu 


Val 


Asn 


Ser 


Glu 


Asp 


Met 


1418 








480 










485 










490 






1420 


Asp 


Ala 


Tyr 


Cys 


Arg 


Lys 


Glu 


Asn 


Ser 


Ser 


Glu 


He 


Cys 


Ser 


Asn 


Asn 


1421 






495 










500 










505 








1423 


Gly 


Glu 


Cys 


Val 


Cys 


Gly 


Gin 


Cys 


Val 


Cys 


Arg 


Lys 


Arg 


Asp 


Asn 


Thr 



file://C:\CRF3\Outhold\VsrIl 555 1 4.htm 



5/18/00 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/155,514 



DATE: 05/18/2000 
TIME: 07:15:09 



Input Set : A:\1102_98.app 

Output Set: N:\CRF3\05182000\I155514.raw 



1424 




510 










515 










520 










142 6 


Asn 


Glu 


lie 


Tvr 


Ser 


Gl v 
t» j.y 


Lys 


Phe 


Cys 


Glu 


^-P 


Asp 


Asn 


Phe 


Asn 


Cys 


142 7 


525 










530 










535 










540 


1429 


Asp 


Arcr 


Ser 


Asn 


Glv 


Leu 


He 


r* v c; 
<_y s> 


Glv 


Glv 
oxy 


Asn 


Glv 


Val 


Cys 


Lys 


Cvs 


1430 










54 5 










550 










555 




1432 


Arg 


Val 


ys 


Glu 


Cys 


Asn 


Pro 


Asn 


lyr 


Thr 


Gly 


Ser 


Ala 


Cys 


Asp 




1433 








560 










565 










570 






1435 


Ser 


Leu 


Asp 


Thr 


Ser 


Thr 


Cys 


Glu 


Ala 


Ser 


Asn 


Glv 


Gin 


He 


Cys 


Asn 


1436 






575 










580 










585 








1438 


Glv 


Atcx 


Glv 


lie 


Cv<5 
v,y o 


Glu 


Cys 


Gly 


Val 


Cys 


Lys 


Cvs 

v-y -a 


Thr 


Asp 


Pro 


Lvs 

±jy o 


1439 




590 










595 










600 










1441 


Phe 


Gin 


Gly 


Gin 


Thr 


Cys 


Glu 


Met 


C s 


Gin 


Thr 




Leu 


Gly val 


Cvs 


1442 


605 










610 










615 










620 


1444 


Ala 


Glu 


His 


Lvs 


Glu 




Val 


Gin 


C s 


Arg 


Ala 


Phe 


Asn 


ys 


Gly 


Glu 


144 5 










625 










630 










63 5 




1447 


T 

Lys 


Lys 




Thr 


Cys 


Thr 


Gin 


Glu 


Cys 


Ser 


_ 

iyr 


Phe 


Asn 


He 


Thr 


L 


144 8 








64 0 










64 5 










650 






1450 


Val 


Glu 


Ser 


Arg 




Lys 


Leu 


Pro 


Gin 


Pro 


Val 


Gin 


Pro 


Asp 


ro 


Val 


14 51 






655 










660 










665 








1453 


Ser 


His 


Cys 


ys 


Glu 


Lvs 

* 


Asp 


Val 


sp 


sp 


cys 


lrp 


Phe 


Tyr 


Phe 


Thr 


1454 




670 










675 










680 










1456 


lyr 


Ser 


Val 


Asn 


Gly 


Asn 




Glu 


Val 


Met 


Val 


His 


Val 


Val 


Glu 


Asn 


1457 


685 










690 










695 










700 


1459 




Glu 


ys 


Pr 


Thr 


Gly 


Pro 


Glu 


sp 


Pro 


Glu 


Glu 


Pro 


Lys 


Ser 


Cys 


1460 










70 5 










710 










715 




1462 


sp 


ys 


Thr 


His 


Thr 


Cys 


Pro 


Pro 


Cys 




Ala 


Pro 


Glu 


Leu 


Leu 


Gly 


1463 








720 










72 5 










730 






1465 


Gly 


Pro 


Ser 


Val 


Phe 


Leu 


Phe 


Pro 






Pro 


y 


Asp 


Thr 


Leu 


Met 


1466 






73 5 










7 40 










74 5 








1468 


lie 


Ser 


Arg 


Thr 


Pro 


Glu 


Val 


Thr 


P V o 


Val 


Val 


Val 


Asp 


Val 


Ser 


His 


1469 




750 










755 










760 










1471 


Glu 


Asp 


Pro 


Glu 


Val 


Lys 


Phe 


Asn 




xy j_ 


Val 


Asp 


Glv 


Val 


Glu 


Val 


1472 


765 










770 










775 










780 


1474 


His 


Asn 


Ala 


Lys 


Thr 


Lys 


Pro 


Arg 


Glu 


Glu 


Gin 


Tyr 


Asn 


Ser 


Thr 


Tyr 


1475 










785 










790 










795 




1477 


Arg 


Val 


Val 


Ser 


Val 


Leu 


Thr 


Val 


Leu 


His 


Gin 


Asp 


Trp 


Leu 


Asn 


Gly 


1478 








800 










805 










810 






1480 


Lys 


Glu 


Tyr 


Lys 


Cys 


Lys 


Val 


Ser 


Asn 


Lys 


Ala 


Leu 


Pro 


Ala 


Pro 


He 


1481 






815 










820 










825 








1483 


Glu 


Lys 


Thr 


He 


Ser 


Lys 


Ala 


Lys 


Gly 


Gin 


Pro 


Arg 


Glu 


Pro 


Gin 


Val 


1484 




830 










835 










840 










1486 


Tyr 


Thr 


Leu 


Pro 


Pro 


Ser 


Arg 


Asp 


Glu 


Leu 


Thr 


Lys 


Asn 


Gin 


Val 


Ser 


1487 


845 










850 










855 










860 


1489 


Leu 


Thr 


Cys 


Leu 


Val 


Lys 


Gly 


Phe 


Tyr 


Pro 


Ser 


Asp 


He 


Ala 


Val 


Glu 


1490 










865 










870 










875 




1492 


Trp 


Glu 


Ser 


Asn 


Gly 


Gin 


Pro 


Glu 


Asn 


Asn 


Tyr 


Lys 


Thr 


Thr 


Pro 


Pro 


1493 








880 










885 










890 






1495 


Val 


Leu 


Asp 


Ser 


Asp 


Gly 


Ser 


Phe 


Phe 


Leu 


Tyr 


Ser 


Lys 


Leu 


Thr 


Val 


1496 






895 










900 










905 









file://C:\CRF3\Outhold\VsrI155514.htm 



RAW SEQUENCE LISTING j DATE: 05/18/2000 

PATENT APPLICATION: US/09/15 5 , 514ft ' TIME: 07:15:09 



Input Set : A:\1102_98.app 

Output Set: N:\CRF3\05182000\I155514.raw 



1498 


Asp 


Lys 


Ser 


Arg 


Trp 


Gin 


Gin 


Gly 


Asn 


Val 


Phe 


Ser 


Cys 


Ser 


Val 


Met 


1499 




910 










915 










920 










1501 


His 


Glu 


Ala 


Leu 


His 


Asn 


His 


Tyr 


Thr 


Gin 


Lys 


Ser 


Leu 


Ser 


Leu 


Ser 


1502 


925 










930 










935 










940 


E--> 1504 


Pro 


Gly 


Lys 












7 i 
















1506 


<210> SEQ ID NQ; 










) 














1507 


<211> LENGTH :C 1338 


>/: 




(f 
















1508 


<212> TYPE: 


PRT" 


























1509 


<213> ORGANISM: 


Homo sapien 




















W--> 1510 


<300> PUBLICATION INFORMATION: 


















1512 


<400> SEQUENCE: 


34 
























1513 


Met 


Gly 


Pro 


Glu 


Arg 


Thr 


Gly 


Ala 


Ala 


Pro 


Leu 


Pro 


Leu 


Leu 


Leu 


Val 


1514 










- 2 5 










-20 










- 15 




1516 


Leu 


Ala 


Leu 


Ser 


Gin 


Gly 


I le 


Leu 


Asn 


Cys 


Cys 


Leu 


Ala 


Tyr 


Asn 


Val 


1517 








-10 










- 5 










* 1 






1519 


Gly 


Leu 


Pro 


Glu 


Ala 


Lys 


He 


Phe 


Ser 


Gly 


ro 


Ser 


Ser 


Glu 


Gin 


Phe 


1520 




5 










10 










15 










1522 


Gly 


Tyr 


Ala 


Val 


Gin 


G In 


Phe 


He 


Asn 


Pro 


Lys 


Gl v 


Asn 


Trp 


Leu 


Leu 


1523 


20 










25 










30 










35 


1525 


Val 


Gly 


Ser 


Pro 


Trp 


Ser 


Gly 


Phe 


Pro 


Glu 




g 


Met 


Gly 


Asp 


Val 


1526 










4 0 










4 5 










50 




1528 


Tyr 


Lys 


Cys 


Pro 


Val 


Asp 


Leu 


Ser 


Thr 


Ala 


Thr 


Cys 


Glu 


Lys 




Asn 


1529 








55 










6 0 










65 






1531 


Leu 


Gin 


Thr 


Ser 


Thr 


Ser 


He 


Pro 


Asn 


Val 


Thr 


Glu 


Met 


Lys 


Thr 


Asn 


1532 






70 










75 










80 








1534 


Met 


Ser 


Leu 


Gly 


Leu 


He 


Leu 


Thr 


Arg 


A n 


Met 


Gly 


Thr Gly 


Gly 


Phe 


1535 




85 










90 










95 










153 7 


Leu 


Thr 


Cys 


Gly 


Pro 


Leu 


Trp 


Ala 


Gin 


Gin 


Cys 


Glv 


Asn 


Gin 




Tvr 


1538 


100 










105 










110 










115 


154 0 


Thr 


Thr 


Gly 


Val 


Cys 


Ser 


Asp 


He 


Ser 


Pro 


Asp 


Phe 


Gin 


Leu 


Ser 


Ala 


1541 










120 










125 










130 




1543 


Ser 


Phe 


Ser 


Pro 


Ala 


Thr 


Gin 


Pro 


Cvs 


Pro 


Ser 


Leu 


He 


Asp 


Val 


Val 


1544 








135 










14 0 










145 






1546 


Val 


Val 


Cys 


Asp 


Glu 


Ser 


Asn 


Ser 


He 


Tyr 


Pro 


Trp 


Asp 


Ala 


Val 


Lys 


1547 






150 










155 










160 








1549 


Asn 


Phe 


Leu 


Glu 


Lys 


Phe 


Val 


Gin 


Gly 


Leu 


Asp 


He 


Gly 


Pro 


Thr 


Lys 


1550 




165 










170 










175 










1552 


Thr 


Gin 


Val 


Gly 


Leu 


He 


Gin 


Tyr 


Ala 


Asn 


Asn 


Pro 


Arg 


Val 


Val 


Phe 


1553 


180 










185 










190 










195 


1555 


Asn 


Leu 


Asn 


Thr 


Tyr 


Lys 


Thr 


Lys 


Glu 


Glu 


Met 


He 


Val 


Ala 


Thr 


Ser 


1556 










200 










205 










210 




1558 


Gin 


Thr 


Ser 


Gin 


Tyr 


Gly 


Gly 


Asp 


Leu 


Thr 


Asn 


Thr 


Phe 


Gly 


Ala 


He 


1559 








215 










220 










225 






1561 


Gin 


Tyr 


Ala 


Arg 


Lys 


Tyr 


Ala 


Tyr 


Ser 


Ala 


Ala 


Ser 


Gly 


Gly 


Arg 


Arg 


1562 






230 










235 










240 








1564 


Ser 


Ala 


Thr 


Lys 


Val 


Met 


Val 


Val 


Val 


Thr 


Asp 


Gly 


Glu 


Ser 


His 


Asp 


1565 




245 










250 










255 










1567 


Gly 


Ser 


Met 


Leu 


Lys 


Ala 


Val 


He 


Asp 


Gin 


Cys 


Asn 


His 


Asp 


Asn 


lie 


1568 


260 










265 










270 










275 



file://C:\CRF3\Outhold\VsrI155514.htm 



5/18/00 



RAW SEQUENCE LISTING . DATE : G 5/1 8/2000 

PATENT APPLICATION: US/09/155 , 514 ft TIME: 07:15:09 



Input Set : A:\1102_98.app 

Output Set: N:\CRF3\05182000\I155514.raw 



1570 


eu 


Arg 


Phe 


Gly 


lie 


Ala 


Val 


Leu 


Gly 


Tyr 


Leu 


Asn 


Arg 


Asn 


Ala 


Leu 


1 j / X 










280 










285 










290 




157 3 


P 


Thr 


ys 


Asn 


Leu 


He 


ys 


Glu 


He 


Lys 


Ala 


He 


Ala 


Ser 


He 


Pro 


T ^7 A 








295 










1 fin 










305 






1 ^7 


Thr 


Glu 


Arg 


Tyr 


Phe 


D ho 


sn 


Val 


Car 


Asp 


bill 


Ala 


Ala 


Leu 


Leu 


pin 

blU 


1 ^77 
XD / f 






j x u 










315 










320 








1579 




Ala 


Gly 


Thr 


Leu 


Gly 


Glu 


Gin 


He 


Phe 


Ser 


He 


Glu 


Gly 


Thr 


Val 


1580 




32 5 










3 30 










3 3 5 










1582 


Gin 


Gly 


Gly 


sp 


Asn 


Phe 


Gin 


Met 


Glu 


Met 


Ser 


Gin 


Val 


Gly 


Phe 


Car 


1583 


340 










34 5 










3 50 










"5 ^ 


1585 


Ala 




Tvr 


Ser 


Ser 


Gin 


Asn 


sp 


He 


Leu 


Met 


Leu 


Gly Ala Val 


P.1 V 

biy 


J. Do o 










JDU 










1 










370 




IjOo 


Ala 


Dho 


PI 


Trp 


Ser 


P 1 \T 

b xy 


Thr 


T 1 o 

1 ie 


v ax 


P 1 n 

bin 


Lys 


Thr 


Ser 


His 


Gly 


His 




















J 0 u 










385 






XDy X 


Leu 


Tip 

x xe 


Dho 

rne 


Pro 


Lys 


p i n 

b XII 


Hxa 


D ho 

rne 


Asp 


Pin 

bin 


T 1 0 

x xe 


Leu 


P 1 n 

bin 


Asp 


Arg 


Asn 


1 CQO 






-3 Q A 










J J J 










Ann 

*i. u u 










tilS 


Ser 


Ser 


Tyr 


Leu 


P 1 \r 

ij xy 


Tyr 


Ser 


v ax 


a i a 
ftld 


a 1 a 
Aid 


T 1 0 

x xe 


Cor 

£>er 


Thr Gly 


Glu 






»1 U D 




















4 X D 










1 CQ7 
lJ3 / 


Cot* 

OCX 


Thr 


HIS 


rne 


VdJ. 


Axa 


P 1 -r 

bxy 


Hid 


Pro 


Arg 


a 1 a 
Ala 


Asn 


Tyr 


Thr Gly 


Pin 

bin 




A on 










4 £. 0 










a "5 n 










Alt: 


1600 


He 


Val 


eu 


Tyr 


Ser 


Val 


sn 


Glu 


sn 


Gly 


Asn 


He 


1 nr 


Val 


He 


Gin 


IDUi 










a a n 
4 4 u 










A A R 










450 




160 3 


Ala 


His 


Arg 


Gly 


Asp 


Gin 


He 


Gly 


Ser 


Tyr 


Phe 


Glv 


Ser 


Val 


Leu 


Cys 










,1 cc 
1 J J 










a 










465 






1606 


er 


Val 


Asp 


Val 


Asp 


Lys 


Asp 


Thr 


lie 


Thr 


Asp 


v ax 


Leu 


Leu 


Val 


bxy 


i CAT 
1DU / 






a 7 n 
*t / u 




















480 








louy 


ftla 


Pro 


Met 


Tyr 


Met 


Co-r- 


Asp 


Leu 


Lys 


Lys 


Glu 


Pin 

bxu 


Gly 


Arg 


Val 


Tyr 


1 OXU 




Aft 1 -; 










a Q n 
4 y u 










,101; 










1612 


Leu 


Dho 

trie 


Thr 


lie 


Lys 


Lys 


P 1 \7 

biy 


T 1 0 


Leu 


P 1 IT 

L-xy 


Pin 

bin 


His 


Gin 


Phe 


Leu 


pin 

bXU 


1613 


500 




















^1 fi 

DXU 










jIj 


1615 


Gly 


Pro 


Glu 


Gly 


He 


Glu 


Asn 


Thr 


Arg 


Phe 


Gly 


er 


Ala 


He 


Ala 


Ala 


1616 










520 




















530 




1618 


Leu 


Ser 


Asp 


He 


Asn 


Met 


Asp 


Gly 


Phe 


Asn 


Asp 


Val 


He 


Val 


Gly 


Ser 


1619 








535 










540 










545 






1621 


Pro 


Leu 


Glu 


Asn 


Gin 


Asn 


Ser 


Gly 


Ala 


Val 


Tyr 


He 


Tyr 


Asn 


Gly 


His 


1622 






550 










555 










560 








1624 


Gin 


Gly 


Thr 


He 


Arg 


Thr 


Lys 


Tyr 


Ser 


Gin 


Lys 


He 


Leu 


Gly 


Ser 


Asp 


1625 




565 










570 










575 










1627 


Gly 


Ala 


Phe 


Arg 


Ser 


His 


Leu 


Gin 


Tyr 


Phe 


Gly 


Arg 


Ser 


Leu 


Asp 


Gly 


1628 


580 










585 










590 










595 


1630 


Tyr 


Gly 


Asp 


Leu 


Asn 


Gly 


Asp 


Ser 


He 


Thr 


Asp 


Val 


Ser 


He 


Gly 


Ala 


1631 










600 










605 










610 




1633 


Phe 


Gly 


Gin 


Val 


Val 


Gin 


Leu 


Trp 


Ser 


Gin 


Ser 


He 


Ala 


Asp 


Val 


Ala 


1634 








615 










620 










625 






1636 


lie 


Glu 


Ala 


Ser 


Phe 


Thr 


Pro 


Glu 
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Val 
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1637 
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Ala 
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1640 
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650 
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Ala 
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Ser 
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Pro 
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740 
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750 
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Val 
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Val 
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Ala 
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Ala 
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Ala 
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870 
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880 
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Glu 
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Val 
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1685 
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975 










1702 


Val 


Gin 


Thr 


Asp 


Lys 


Ala 


Gly 


Asp 


He 


Ser 


Cys 


Asn 


Ala 


Asp 


He 


Asn 


1703 


980 
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1717 
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Thr 


Val 
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Ala 


Ala 


Glu He 


Asn 
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A:\1102_98.app 
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5 M:283 W 

7 M:283 W 

8 M:271 C 
:9 M:270 C 

15 M:283 W 
22 M:283 W 
25 M:283 W 
187 M:254 
284 M:283 
M:283 
M:283 
M:283 
M:256 
M:283 
509 M:257 
511 M:283 

518 M:283 

519 M:257 
521 M:283 
528 M:283 

M:257 
M:283 
M:283 
M:257 
M:283 
553 M:257 
555 



287 
288 
496 
496 
508 



E 
W 
W 

w 
w 
w 
w 
w 
w 
w 
w 
w 
w 
w 
w 
w 
w 
w 
w 

M: 283 W 

562 M:283 W 

563 M:257 W 
565 M:283 W 



Missing Blank Line separator, <120> field identifier 
Missing Blank Line separator, <130> field identifier 
Current Filing Date differs, Replaced Current Filing Date 
Current Application Number differs, Replaced Current Application No 
Missing Blank Line separator/ <160> field identifier 
Missing Blank Line separator/ <220> field identifier 
Missing Blank Line separator, <300> field identifier 
(42) Number of Bases conflicts Running Total, LENGTH ; Input : 2 588 Counted: 2544 
Missing Blank Line separator, <220> field identifier 



529 
531 
539 
540 
552 



572 
573 
575 
582 
583 
585 
592 
593 
595 
602 
603 



283 W: 

257 W: 

283 W: 

283 W: 

257 W: 

283 W: 

283 W: 

257 W: 

283 W: 

283 W: 



M:257 W: 

605 M:283 W: 

612 M:283 W: 

613 M:257 W: 
615 M:283 W: 

622 M:283 W: 

623 M:257 W: 
625 M:283 W: 



Missing Blank Line separator, 
Missing Blank Line separator/ 
Missing Blank Line separator/ 
Invalid Numeric Header Field/ 
Missing Blank Line separator, 



<300> field identifier 
<400> field identifier 
<220> field identifier 
<220> has non-blank data 
<220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:4 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 5 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:6 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 7 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 8 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 9 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:10 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 11 
Missing Blank Line separator/ <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:12 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:13 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value m'is-spelled or invalid, <221> Name/Key for SEQ ID#:14 
Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <220> field identifier 
Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:15 
Missing Blank Line separator, <400> field identifier 
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PATENT APPLICATION: US/09/155, 514H 



DATE: 05/18/2000 
TIME: 07:15:10 



L: 632 

L:632 

L:635 

L:643 

L: 643 

L:646 

L: 654 

L:654 

L:657 

L:665 

L:668 

L;669 

L:676 

L:946 

L:947 

L:949 

L:956 

L:957 

L:959 

L:967 

L:968 

L:970 

L:977 

L:978 

L:980 

L:987 

L:987 

L:999 

L:1010 

L:1021 

L: 1032 

L:1043 

L:1054 

L:1066 

L:1312 

L:1504 

L:1769 



283 W: 
256 W: 
283 W: 
283 W: 
256 W: 
283 W: 
283 W: 
256 W: 
283 W: 
283 W: 
283 W: 
M:283 W: 
M:254 E: 
M:283 W: 
M:257 W: 
M:283 W: 
M:283 W: 
M:257 W: 
M:283 W: 
M:283 W: 
M:257 W: 
M:283 W: 
M:283 W: 
M:257 W: 
M:283 W: 
M:283 W: 
M:256 W: 
M:256 W: 
M:256 
256 
256 
256 
256 
256 
252 
252 
252 



Input Set : 
Output Set: 



A:\1102„98 .app 

N:\CRF3\05182000\I15 5514.raw 



Missing Blank Line separator, 
Invalid Numeric Header Field, 
Missing Blank Line separator, 
Missing Blank Line separator, 
Invalid Numeric Header Field, 
Missing Blank Line separator, 
Missing Blank Line separator, 



<220> field identifier 
<220> has non-blank data 
<400> field identifier 
<220> field identifier 
<220> has non-blank data 
<400> field identifier 
<220> field identifier 



Invalid Numeric Header Field, <220> has non-blank data 



Missing Blank Line separator, 
Missing Blank Line separator, 
Missing Blank Line separator, <300> 



<400> field identifier 
<220> field identifier 
field identifier 
Missing Blank Line separator, <400> field identifier 

(42) Number of Bases conflicts Running Total, LENGTH : Input : 114 Counted: 144 

Missing Blank Line separator, <220> field identifier 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ IDS: 20 

Missing Blank Line separator, <400> field identifier 

Missing Blank Line separator, <220> field identifier 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:21 

Missing Blank Line separator, <400> field identifier 

Missing Blank Line separator, <220> field identifier 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:22 

Missing Blank Line separator, <400> field identifier 

Missing Blank Line separator, <220> field identifier 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:23 

Missing Blank Line separator, <400> field identifier 

Missing Blank Line separator, <220> field identifier 

<220> has non-blank data 
<220> has non-blank data 
<220> has non-blank data 
<220> has non-blank data 
<220> has non-blank data 
<220> has non-blank data 
<220> has non-blank data 
<220> has non-blank data 
differs from actual, <211> LENGTH : Input : 1179 Counted: 1218 
differs from actual, <211> LENGTH : Input : 943 Counted: 963 



Invalid Numeric Header Field, 
Invalid Numeric Header Field, 
Invalid Numeric Header Field, 
Invalid Numeric Header Field, 
Invalid Numeric Header Field, 
Invalid Numeric Header Field/ 
Invalid Numeric Header Field/ 
Invalid Numeric Header Field, 
(20) Calc# of Seq. 
(20) CalcS of Seq. 



(20) Calc# of Seq. differs from actual, <211> LENGTH : Input : 1338 Counted: 1367 
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